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<170> Patentln version 3.0 

<210> 1 

<211> 498 

<212> DNA 

<213> homo sapiens 



<400> 1 

cty LciL-ctctyya. 


a. y Ly y i_ y a. o a 


cacrcatttcc 


tatgagtgac 


ctatgagacc 


caccccatat 


60 


al La LULLjaa 


y ci l- w a y o^au 


ccatctcrQta 


atcccaagaa 


aatcatttgg 


atggactgtg 


120 


gaattcacgc 


cagagaatgg 


attgetcctg 


etttttgeca 


atggttcgtc 


aaagaaattc 


180 


tacaaaacca 


taaagacaac 


tcaaggatac 


gcaagctcct 


tatgaacctg 


gacttctatg 


240 


tccttccagt 


tcttaacata 


gatggttata 


tctacacttg 


gacaactgat 


cgtctttgga 


300 


ggaaatcccg 


ttcaccccat 


aataatggca 


catgttttgg 


gaeggatetc 


aatcgaaatt 


360 


tcaatgcttc 


ttggtgtagt 


attggtgcct 


ctagaaactg 


ccaagatcaa 


acattctgtg 


420 


ggacagggcc 


agtgtctgaa 


ccagagacta 


aagctgttgc 


cagcttcata 


gagagcaaga 


480 


atgatgattt 


ttgtgctt 










498 


<210> 2 














<211> 498 














<212> DNA 














<213> homo sapiens 












<400> 2 
agtacaagga 


agtggtgaca 


cagcatttcc 


tatgagtgac 


ctatgagacc 


caccccatat 


60 


attatctgaa 


gatcagecaa 


ccatctggta 


atcccaagaa 


aatcatttgg 


atggactgtg 


120 


gaattcacgc 


cagagaatgg 


attgetcctg 


etttttgeca 


atggttcgtc 


aaagaaattc 


180 


tacaaaacca 


taaagacaac 


tcaaggatac 


gcaagctcct 


tatgaacctg 


gacttctatg 


240 


tccttccagt 


tcttaacata 


gatggttata 


tctacacttg 


gacaactgat 


cgtctttgga 


300 
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480 
498 



ggaaatcccg ttcaccccat aataatggca catgttttgg gacggatctc aatcgaaatt 360 
tcaatgcttc ttggtgtagt attggtgcct ctagaaactg ccaagatcaa acattctgtg 420 
ggacagggcc agtgtctgaa ccagagacta aagctgttgc cagcttcata gagagcaaga 
atgatgattt ttgtgctt 

<210> 3 

<211> 1342 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (94).. (1218) 



<400> 3 , n 

agtggtaaca acgcagagta acgcggggat tctcaaggac acttgatcca ctgccagaga 60 

qgcccagaat tttctaactt actgtgtggc aga atg aag cct ctg ctt gaa acc 114 

Met Lys Pro Leu Leu Glu Thr 
1 5 



ctt tat ctt ttg ggg atg ctg gtt cct gga ggg ctg gga tat gat aga 
Leu Tyr Leu Leu Gly Met Leu Val Pro Gly Gly Leu Gly Tyr Asp Arg 
10 15 20 

tec tta gec caa cac aga caa gag att gtg gac aag tea gtg agt cca 
Ser Leu Ala Gin His Arg Gin Glu He Val Asp Lys Ser Val Ser Pro 
25 30 35 

tgg age ctg gag acg tat tec tat aac ata tac cac ccc atg gga gag 
Trp Ser Leu Glu Thr Tyr Ser Tyr Asn He Tyr His Pro Met Gly Glu 
40 45 50 55 

ate tat gag tgg atg aga gag ate agt gag aag tac aag gaa gtg gtg 
He Tvr Glu Trp Met Arg Glu He Ser Glu Lys Tyr Lys Glu Val Val 
60 65 70 

aca cag cat ttc eta gga gtg acc tat gag acc cac ccc ata tat tat 
Thr Gin His Phe Leu Gly Val Thr Tyr Glu Thr His Pro He Tyr Tyr 
75 80 85 

ctg aag ate age caa cca tct ggt aat ccc aag aaa ate att tgg atg 
Leu Lys He Ser Gin Pro Ser Gly Asn Pro Lys Lys He He Trp Met 
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162 



210 



258 



306 



354 



402 



90 

gac tgt gga att cac 
Asp Cys Gly lie His 
105 

tgg ttc gtc aaa gaa 
Trp Phe Val Lys Glu 
120 

cgc aag etc ctt agg 
Arg Lys Leu Leu Arg 
140 

ata gat ggt tat ate 
He Asp Gly Tyr He 
155 

tec cgt tea ccc cat 
Ser Arg Ser Pro His 
170 

cga aat ttc aat get 
Arg Asn Phe Asn Ala 
185 

caa gat caa aca ttc 
Gin Asp Gin Thr Phe 
200 

aaa get gtt gee age 
Lys Ala Val Ala Ser 
220 

ttc ctg acc atg cac 
Phe Leu Thr Met His 
235 

tac acc aaa aat aaa 
Tyr Thr Lys Asn Lys 
250 

cag aag gca gca aat 
Gin Lys Ala Ala Asn 
265 

gtt gga teg agt gca 
Val Gly Ser Ser Ala 
280 

gat tgg gee cga gac 
Asp Trp Ala Arg Asp 
300 

agg gac agt gga aca 
Arg Asp Ser Gly Thr 



95 

gee aga gaa tgg att get 
Ala Arg Glu Trp He Ala 
110 

att eta caa aac cat aaa 
He Leu Gin Asn His Lys 
125 130 

aac ctg gac ttc tat gtc 
Asn Leu Asp Phe Tyr Val 
145 

tac act tgg aca act gat 
Tyr Thr Trp Thr Thr Asp 
160 

aat aat ggc aca tgt ttt 
Asn Asn Gly Thr Cys Phe 
175 

tct tgg tgt agt att ggt 
Ser Trp Cys Ser He Gly 
190 

tgt ggg aca ggg cca gtg 
Cys Gly Thr Gly Pro Val 
205 210 

ttc ata gag age aag aag 
Phe He Glu Ser Lys Lys 
225 

tct tat ggg cag tta att 
Ser Tyr Gly Gin Leu lie 
240 

tea agt aac cac cca gaa 
Ser Ser Asn His Pro Glu 
255 

gca ttg aaa gca aag tat 
Ala Leu Lys Ala Lys Tyr 
270 

gat att tta tat gee tea 
Asp He Leu Tyr Ala Ser 
285 290 

att ggg att ccc ttc tea 
He Gly He Pro Phe Ser 
305 

tat ggg ttt gtt ctg cca 
Tyr Gly Phe Val Leu Pro 
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100 

cct get ttt tgc caa 
Pro Ala Phe Cys Gin 
115 

gac aac tea agg ata 
Asp Asn Ser Arg He 
135 

ctt cca gtt ctt aac 
Leu Pro Val Leu Asn 
150 

cgt ctt tgg agg aaa 
Arg Leu Trp Arg Lys 
165 

ggg acg gat etc aat 
Gly Thr Asp Leu Asn 
180 

gee tct aga aac tgc 
Ala Ser Arg Asn Cys 
195 

tct gaa cca gag act 
Ser Glu Pro Glu Thr 
215 

gat gat att ttg tgc 
Asp Asp He Leu Cys 
230 

etc aca cct tac ggc 
Leu Thr Pro Tyr Gly 
245 

atg att caa gtt gga 
Met He Gin Val Gly 
260 

gga acc aat tat aga 
Gly Thr Asn Tyr Arg 
275 

tea ggg tct tea aga 
Ser Gly Ser Ser Arg 
295 

tat acg ttt gag ctg 
Tyr Thr Phe Glu Leu 
310 

gaa get cag ate cag 
Glu Ala Gin He Gin 



315 320 325 

ccc acc tgt gag gag acc atg gag get gtg ctg tea gtc ctg gat gat 
Pro Thr Cys Glu Glu Thr Met Glu Ala Val Leu Ser Val Leu Asp Asp 
330 335 340 

gtg tat gcg aaa cac tgg cac teg gac agt get gga agg gtg aca tct 
Val Tyr Ala Lys His Trp His Ser Asp Ser Ala Gly Arg Val Thr Ser 
345 350 355 

gec act atg ctg ctg ggc ctg ctg gtg tec tgc atg tct ctt etc taa 
Ala Thr Met Leu Leu Gly Leu Leu Val Ser Cys Met Ser Leu Leu 
360 365 370 

gtgcattctg cccaggcctg ctcaacccca gtggcatgag tgtggctgga ggaacggtgt 1278 
gttatggttg taaagaaacc aaataattta actaaaaata cttcctattt caaaaaaaaa 1338 



aaaa 

<210> 4 

<211> 374 

<212> PRT 

<213> homo sapiens 



<400> 4 

Met Lvs Pro Leu Leu Glu Thr Leu Tyr Leu Leu Gly Met Leu Val Pro 
15 10 15 



1122 



1170 



1218 



1342 



Gly Gly Leu Gly Tyr Asp Arg Ser Leu Ala Gin His Arg Gin Glu He 
20 25 30 

Val Asp Lys Ser Val Ser Pro Trp Ser Leu Glu Thr Tyr Ser Tyr Asn 
35 40 45 

He Tyr His Pro Met Gly Glu He Tyr Glu Trp Met Arg Glu He Ser 
50 55 60 



Glu Lys Tyr Lys Glu Val Val Thr Gin His Phe Leu Gly Val Thr Tyr 
65 70 75 80 



Glu Thr His Pro He Tyr Tyr Leu Lys He Ser Gin Pro Ser Gly Asn 
85 90 95 
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Pro Lys Lys He He Trp Met Asp Cys Gly He His Ala Arg Glu Trp 
100 105 110 

He Ala Pro Ala Phe Cys Gin Trp Phe Val Lys Glu He Leu Gin Asn 
115 120 125 

His Lys Asp Asn Ser Arg He Arg Lys Leu Leu Arg Asn Leu Asp Phe 
130 135 140 

Tyr Val Leu Pro Val Leu Asn He Asp Gly Tyr He Tyr Thr Trp Thr 
145 150 155 160 

Thr Asp Arg Leu Trp Arg Lys Ser Arg Ser Pro His Asn Asn Gly Thr 
165 170 175 



Cys Phe Gly Thr Asp Leu Asn Arg Asn Phe Asn Ala Ser Trp Cys Ser 
180 185 190 



He Gly Ala Ser Arg Asn Cys Gin Asp Gin Thr Phe Cys Gly Thr Gly 
195 200 205 



Pro Val Ser Glu Pro Glu Thr Lys Ala Val Ala Ser Phe He Glu Ser 
210 215 220 



Lys Lys Asp Asp He Leu Cys Phe Leu Thr Met His Ser Tyr Gly Gin 
225 230 235 240 



Leu He Leu Thr Pro Tyr Gly Tyr Thr Lys Asn Lys Ser Ser Asn His 
245 250 255 



Pro Glu Met He Gin Val Gly Gin Lys Ala Ala Asn Ala Leu Lys Ala 
260 265 270 



Lys Tyr Gly Thr Asn Tyr Arg Val Gly Ser Ser Ala Asp He Leu Tyr 
275 280 285 



Ala Ser Ser Gly Ser Ser Arg Asp Trp Ala Arg Asp He Gly He Pro 
290 295 300 



Phe Ser Tyr Thr Phe Glu Leu Arg Asp Ser Gly Thr Tyr Gly Phe Val 
305 310 315 ' 320 
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Leu Pro Glu Ala Gin He Gin Pro Thr Cys Glu Glu Thr Met Glu Ala 
325 330 335 

Val Leu Ser Val Leu Asp Asp Val Tyr Ala Lys His Trp His Ser Asp 
340 345 350 

Ser Ala Gly Arg Val Thr Ser Ala Thr Met Leu Leu Gly Leu Leu Val 
355 360 365 



Ser Cys Met Ser Leu Leu 
370 



<210> 5 

<211> 1125 

<212> DNA 

<213> homo sapiens 



<400> 5 

atgaagcctc tgcttgaaac cctttatctt ttggggatgc tggttcctgg agggctggga 60 
tatgatagat ccttagccca acacagacaa gagattgtgg acaagtcagt gagtccatgg 120 



agcctggaga cgtattccta taacatatac caccccatgg gagagatcta tgagtggatg 
agagagatca gtgagaagta caaggaagtg gtgacacagc atttcctagg agtgacctat 
gagacccacc ccatatatta tctgaagatc agccaaccat ctggtaatcc caagaaaatc 
atttggatgg actgtggaat tcacgccaga gaatggattg ctcctgcttt ttgccaatgg 360 



180 
240 
300 



ttcgtcaaag aaattctaca aaaccataaa gacaactcaa ggatacgcaa gctccttagg 
aacctggact tctatgtcct tccagttctt aacatagatg gttatatcta cacttggaca 
actgatcgtc tttggaggaa atcccgttca ccccataata atggcacatg ttttgggacg 
gatctcaatc gaaatttcaa tgcttcttgg tgtagtattg gtgcctctag aaactgccaa 
gatcaaacat tctgtgggac agggccagtg tctgaaccag agactaaagc tgttgccagc 
ttcatagaga gcaagaagga tgatattttg tgcttcctga ccatgcactc ttatgggcag 720 
ttaattctca caccttacgg ctacaccaaa aataaatcaa gtaaccaccc agaaatgatt 
caagttggac agaaggcagc aaatgcattg aaagcaaagt atggaaccaa ttatagagtt 
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420 
480 
540 
600 
660 



780 
840 



1125 



ggatcgagtg cagatatttt atatgcctca tcagggtctt caagagattg ggcccgagac 900 

attgggattc ccttctcata tacgtttgag ctgagggaca gtggaacata tgggtttgtt 960 

ctgccagaag ctcagatcca gcccacctgt gaggagacca tggaggctgt gctgtcagtc 1020 

ctggatgatg tgtatgcgaa acactggcac tcggacagtg ctggaagggt gacatctgcc 1080 
actatgctgc tgggcctgct ggtgtcctgc atgtctcttc tctaa 

<210> 6 

<211> 41 

<212> PRT 

<213> homo sapiens 

<400> 6 

His Lys Asp Asn Ser Arg He Arg Lys Leu Leu Arg Asn Leu Asp Phe 
15 10 15 

Tyr Val Leu Pro Val Leu Asn He Asp Gly Tyr He Tyr Thr Trp Thr 
20 25 30 

Thr Asp Arg Leu Trp Arg Lys Ser Arg 
35 40 

<210> 7 
<211> 14 
<212> PRT 
<213> homo sapiens 

<400> 7 

Lys He He Trp Met Asp Cys Gly He His Ala Arg Glu Trp 
1 5 10 

<210> 8 

<211> 15 

<212> PRT 

<213> homo sapiens 
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<400> 8 

Lys He He Trp Met Asp Cys Gly He His Ala Arg Glu Trp 
1 5 10 

<210> 9 

<211> 41 

<212> PRT 

<213> homo sapiens 



<400> 9 

Tyr His Pro Met Gly Glu He Tyr 
1 5 

Lys Tyr Lys Glu Val Val Thr Gin 
20 

Thr His Pro lie Tyr Tyr Leu Lys 
35 40 

<210> 10 

<211> 22 

<212> PRT 

<213> homo sapiens 



Glu Trp Met Arg Glu He Ser Glu 
10 15 

His Phe Leu Gly Val Thr Tyr Glu 
25 30 

He 



<400> 10 

Asp He Leu Cys Phe Leu Thr Met 
1 5 

Thr Pro Tyr Gly Tyr Thr 
20 

<210> 11 

<211> 15 

<212> PRT 

<213> homo sapiens 



His Ser Tyr Gly Gin Leu He Leu 
10 15 



<400> 11 
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Asn Asn Gly Thr Cys Phe Gly Thr Asp Leu Asn Arg Asn Phe Asn 
1 5 10 I 5 

<210> 12 

<211> 27 

<212> PRT 

<213> homo sapiens 

<400> 12 

Cys Gin Asp Gin Thr Phe Cys Gly Thr Gly Pro Val Ser Glu Pro Glu 



Thr Lys Ala Val Ala Ser Phe He Glu Ser Lys 
20 25 

<210> 13 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 13 

Leu Thr Met His Ser Tyr Gly Gin Leu He Leu Thr Pro Tyr 
1 5 10 

<210> 14 

<211> 9 

<212> PRT 

<213> homo sapiens 

<400> 14 

Gly Thr Asp Leu Asn Arg Asn Phe Asn 
1 5 

<210> 15 

<211> 18 



5 



10 
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<212> PRT 

<213> homo sapiens 



<400> 15 

Asp lie Leu Tyr Ala Ser Ser Gly Ser Ser Arg Asp Trp Ala Arg Asp 

5 10 



1 

He Gly 



<210> 16 

<211> 20 

<212> PRT 

<213> homo sapiens 

<400> 16 



Met 



L ys Pro Leu Leu Glu Thr Leu Tyr Leu Leu Gly Met Leu Val Pro 



Gly Gly Leu Gly 
20 

<210> 17 

<211> 15 

<212> PRT 

<213> homo sapiens 

<400> 17 



Ala Thr Met Leu Leu Gly Leu Leu Val Ser Cys Met Ser Leu Leu 



1 5 

<210> 18 

<211> 354 

<212> PRT 

<213> homo sapiens 



10 
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<400> 18 



Tyr Asp Arg Ser Leu Ala 



Gin His Arg Gin Glu lie Val Asp Lys Ser 



10 



Val ser Pro Trp s.r Leu Glu Thr Tyr ser Tyr Asn He Tyr His Pro 
M et Gly Glu II. Tyr Glu Trp Met Arg Glu He ser Glu Lys Tyr Lys 

ao val l Thr Gin His Phe Leu Gly Val Thr Tyr Glu Thr His Pro 

50 55 

T . - ar . rln Pro S er Gly Asn Pro Lys Lys He 
He Tyr Tyr Leu Lys He Ser Gin Pro t>er ^y 80 

65 70 

H. Trp Met Asp Cys Gly He His Ala Arg ^ Trp He A!a Pro Ma 

8 5 

rl „ Tlp T, eu gin Asn His Lys Asp Asn 
Phe Cys Gin Trp Phe Val Lys Glu lie Leu Gin ^ . 

100 iU0 
ser Arg .1. ^ Ly. Leu Leu Arg Asn Leu Asp Phe Tyr Val Leu Pro 



115 



Val Leu As 
130 



» lie Asp Gly Tyr He Tyr Thr Trp Thr Thr Asp Arg Leu 



135 



Trp Arg 
145 



ly s Ser Arc, Ser Pro His Ash Asn Gly Thr Cys Phe Gly Thr 

150 153 

Asp Leu Asn Arc Asn Phe Asn Ala Ser Trp Cys Ser lie Gly Ala Ser 

165 

, * Thr Phe Cvs Gly Thr Gly Pro Val Ser Glu 

Arg Asn Cys Gin Asp Gin Thr Phe oys y 1QQ 

180 

t^i AT* ser Phe He Glu Ser Lys Lys Asp Asp 
Pro Glu Thr Lys Ala Val Ala Ser Pne ^ 

195 2UU 

n Ph. Ten Thr Met His Ser Tyr Gly Gin Leu He Leu Thr 
He Leu Cys Phe Leu inr neu j 22Q 



210 



215 



Pro Tyr Gly Tyr Thr Lys Asn Lys Ser Ser Asn His Pro Glu Met lie 

ill val Gly Gin Lys Ala Ala Asn Ala Leu Lys Ala Lys Tyr Gly Thr 

245 z:3U 
Asn Tyr Arg Val Gly Ser ser Ala Asp lie Leu Tyr A!a Ser S.r Gly 



260 



Ser ser Ar, Asp Trp Ala Arg Asp He Gly He Pro Phe Ser Tyr Thr 

275 280 
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Phe Glu Leu Arg Asp Ser Gly Thr Tyr Gly Phe Val Leu Pro Glu Ala 
290 295 300 

Gin lie Gin Pro Thr Cys Glu Glu Thr Met Glu Ala Val Leu Ser Val 
305 310 315 320 

Leu Asp Asp Val Tyr Ala Lys His Trp His Ser Asp Ser Ala Gly Arg 
325 330 us 

Val Thr Ser Ala Thr Met Leu Leu Gly Leu Leu Val Ser Cys Met Ser 
340 345 350 

Leu Leu 



<210> 19 

<211> 165 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1) . . (165) 

<223> X = any amino acid or a stop codon 



<400> 19 

Tyr Lys Glu Val 
1 

His Pro He Tyr 
20 



Lys He He Trp 
35 

Pro Ala Phe Cys 
50 

Asp Asn Ser Arg 
65 

! 

Leu Pro Val Leu 



Val Thr Gin His 
5 

Tyr Leu Lys He 



Met Asp Cys Gly 
40 



Gin Trp Phe Val 
55 

He Arg Lys Leu 
70 

Asn He Asp Gly 
85 



Phe Leu Xaa Val 
10 

Ser Gin Pro Ser 
25 

He His Ala Arg 



Lys Glu He Leu 
60 



Leu Met Asn Leu 
75 

Tyr He Tyr Thr 
90 



Thr Tyr Glu Thr 
15 

Gly Asn Pro Lys 
30 

Glu Trp He Ala 
45 

Gin Asn His Lys 



Asp Phe Tyr Val 
80 



Trp Thr Thr Asp 
95 
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Arg Leu Trp Arg Lys Ser Arg Ser Pro His Asn Asn Gly Thr Cys Phe 
100 105 110 

Glv Thr Asp Leu Asn Arg Asn Phe Asn Ala Ser Trp Cys Ser He Gly 
115 120 125 

Ala Ser Arg Asn Cys Gin Asp Gin Thr Phe Cys Gly Thr Gly Pro Val 
130 135 140 

Ser Glu Pro Glu Thr Lys Ala Val Ala Ser Phe He Glu Ser Lys Asn 
145 150 155 160 

Asp Asp Phe Cys Ala 
165 

<210> 20 
<211> 324 
<212> PRT 

<213> bothrops jararaca 



<400> 20 

He Leu Gin Gin Ser Gly Leu Asn Tyr Glu He Leu He Asp Asn Leu 
15 10 15 

Gin Ala Val Leu Asp Arg Gin Leu Asp Asn His Ala Arg Thr Ala Gly 
20 25 30 

Tyr Asn Tyr Glu Lys Tyr Asn Ser Trp Glu Lys He Asp Ala Trp Thr 
35 40 45 

Ala Asp He Ala Asn Glu Asn Pro Ser Leu Val Ser Arg Leu Gin He 



50 



55 



60 



Gly Thr Thr Phe Glu Gly Arg Pro Met Pro Leu Leu Lys Val Gly Lys 
65 70 75 80 

Pro Gly Val Asn Lys Lys Ala He Phe lie Asp Cys Gly Phe His Ala 



85 



90 



95 



Ara Glu Trp He Ser Pro Ala Phe Cys Gin Trp Phe Val Arg Glu Ala 

100 105 HO 

Val Ara Thr Tyr Gly Lys Glu Thr He Met Thr Gin Leu Leu Asn Lys 

115 120 125 

Leu Asp Phe Tyr He Leu Pro Val Leu Asn He Asp Gly Tyr Val Tyr 

130 135 I 140 

Ser Trp Lys Gin Ser Arg Met Trp Arg Lys Thr Arg Ser Val Asn Ala 

145 150 155 160 
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Gly Ser Thr Cys He Gly Thr Asp Pro Asn Arg Asn Phe Asp Ala Ala 
165 I 70 17i) 

Trp Cys Ser Val Gly Ala Ser Arg Asn Pro Cys Ser Glu Thr Tyr Cys 
180 185 - 190 

Glv Ser Lys Pro Glu Ser Glu Lys Glu Thr Lys Ala Leu Ala Asp Phe 
195 200 205 

He Arg Arg Asn Arg Ser He He Gin Ala Tyr Leu Thr He His Ser 
210 215 220 

Tyr Ser Gin Met Leu Leu Tyr Pro Tyr Ser Tyr Thr Tyr Asp Leu Thr 
225 230 235 240 

Ser Asn Asn Lys Lys Leu Asn Ser He Ala Lys Glu Ala He Arg Glu 
245 250 255 

Leu Lys Val Leu Phe Gly Thr Glu Tyr Thr Tyr Gly Pro Gly Ala Ala 
260 265 270 

Thr He Tyr Pro Ala Ala Gly Gly Ser Asp Asp Trp Ala Tyr Asp Gin 
275 280 285 

Gly He Lys Tyr Ala Phe Thr Phe Glu Leu Arg Asp Lys Gly Arg Tyr 
290 295 300 

Gly Phe Ala Leu Pro Glu Ser Gin He Lys Pro Thr Cys Glu Glu Thr 
305 310 315 320 

Met He Ala Val 



<210> 21 

<211> 311 

<212> PRT 

<213> homo sapiens 



<400> 21 

His Ser Tyr Glu Lys Tyr Asn Lys 
1 5 

Gin Gin Val Ala Thr Glu Asn Pro 
20 

Gly Thr Thr Phe Glu Gly Arg Ala 
35 40 

Ala Gly Gin Asn Lys Pro Ala He 



Trp Glu Thr He Glu Ala Trp Thr 
10 15 

Ala Leu He Ser Arg Ser Val He 
25 30 

He Tyr Leu Leu Lys Val Gly Lys 
45 

Phe Met Asp Cys Gly Phe His Ala 
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50 



55 



60 



Arg Glu Trp He Ser Pro Ala Phe Cys Gin Trp Phe Val Arg Glu Ala 



80 



65 70 

Val Arg Thr Tyr Gly Arg Glu He Gin Val Thr Glu Leu Leu Asp Lys 



85 



90 



Leu Asp Phe Tyr Val Leu Pro Val Leu Asn lie Asp Gly Tyr He Tyr 

100 105 HO 

Thr Trp Thr Lys Ser Arg Phe Trp Arg Lys Thr Arg Ser Thr His Thr 

115 120 125 

Glv Ser Ser Cys He Gly Thr Asp Pro Asn Arg Asn Phe Asp Ala Gly 
130 135 140 

Trp Cys Glu He Gly Ala Ser Arg Asn Pro Cys Asp Glu Thr Tyr Cys 



145 



150 



Glv Pro Ala Ala Glu Ser Glu Lys Glu Thr Lys Ala Leu Ala Asp Phe 
165 170 I 75 

lie Arg Asn Lys Leu Ser Ser He Lys Ala Tyr Leu Thr lie His Ser 
180 185 190 



Tyr 



Ser Gin Met Met lie Tyr Pro Tyr Ser Tyr Ala Tyr Lys Leu Gly 



195 



200 



205 



Glu Asn Asn Ala Glu Leu Asn Ala Leu Ala Lys Ala Thr Val Lys Glu 
210 215 220 

Leu Ala Ser Leu His Gly Thr Lys Tyr Thr Tyr Gly Pro Gly Ala Thr 

225 230 235 240 



Thr 



He Tyr Pro Ala Ala Gly Asn Ser Arg Asp Trp Ala Tyr Asp Gin 



245 



250 



Glv He Arq Tyr Ser Phe Thr Phe Glu Leu Arg Asp Thr Gly Arg Tyr 
260 565 270 



265 



Glv Phe Leu Leu Pro Glu Ser Gin He Arg Ala Thr Cys Glu Glu Thr 
275 280 285 

Phe Leu Ala He Lys Tyr Val Ala Ser Tyr Val Leu Glu His Leu Tyr 
290 295 300 

His His His His His His Glu 
305 310 



<210> 22 
<211> 6 
<212> PRT 
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<213> homo sapiens 
<220> 

<221> misc_f eature 

<222> (1) . . (6) 

<223> X=any amino acid 

<400> 22 

His Xaa Xaa Glu Xaa His 
1 5 
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